
MorganMacBeth
Morgan brings 10 years of well-rounded scientific data analysis experience coupled with an
independent, hard-working, and enthusiastic demeanor.

EXPERIENCE

University of Colorado, Anschutz Medical Campus, Robinson Lab—
Professional Research Assistant
NOVEMBER 2018 - PRESENT

Lab manager/senior research assistant for the past 5 years. I am responsible for
driving projects to completion. I have mentored 5 students. Have generated data
responsible for ~$1,000,000 in grant and gift funding. Using C++, SAS, and R I have
generated statistical analysis of clinical data as well as RNA, ATAC, 16S, and ITS
sequencing data.

National Jewish Health, Gelfand Lab— Lab Researcher
SEPTEMBER 2016 - OCTOBER 2018

Performing lab managerial duties as well as day-to-day benchwork. Processing all
clinical study samples including whole blood (plasma, serum, PBMCs, RNA), urine,
nasal brushing, and others. Helping lab immunologists with microbiology assays
such as ChIP, Western blotting, molecular cloning, and other microbiology needs.
Generated figures for posters and papers from data analysis.

University of Colorado, Anschutz, Espinosa Lab— Professional
Research Assistant
AUGUST 2015 - SEPTEMBER 2016

Performed day-to-day benchwork for projects being investigated in the lab.
Troubleshot experiments and making decisions directly a�ecting the outcome of
projects. Took care of laboratory equipment, performed lab chores, and kept a
detailed laboratory notebook. Analyzed big data such as ChIP-seq and RNA-seq at
the command line.

Case Western Reserve University, Cullis Lab, Cleveland, OH—
Research Assistant
AUGUST 2013 - AUGUST 2015

Performed laboratory experiments such as cloning, plant transformation, PCR,
interpreted, and evaluated data gained from experiments.

Holden Arboretum, Burns Lab, Cleveland, OH— Summer Research
Assistant
SUMMER 2013

Performed laboratory experiments such as DNA isolation from soil samples,
restriction digests, TRFLP, PCR, and data analysis

EDUCATION

BS, Biochemistry - 2014

Case Western Reserve University

MS, Biostatistics - 2024
University of Colorado

SKILLS

 Data visualization

 Data presentation and dissemination

 Data analysis (R, C++, Python, SAS)

 Microsoft O�ce

 EHS data analysis
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